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Fig.4A 

Amino acid sequence of human gpl30-Fc-His6 

Sequence Range: 1 to 861 

10 20 30 40 50 60 

* * * * * * 

MVTLQTWWQALFIFLTTES TCELLDPCGYISPESPWQL HSNFTAVCVLKEKCMDYFHV 

70 80 90 100 110 120 

* * * * * * 
NANYI VWKTNHFT I P KEQYT IINRTASSVTFTDIASLNIQ LTCNI LTFGQLEQNVYG ITI 

130 140 150 160 170 180 

* * * * * * 
ISGLPPEKPKNLSCIVNEGK KMRCEWDGGRETHLETNFTL KSEWATHKFADCKAKRDTPT 

190 200 210 220 230 240 

* * * * * * 
SCTVDYSTVYFVNIEVWVEA ENALGKVTSDHINFDPVYKV KPNPPHNLSVTNSEELSSIL 

250 260 270 280 290 300 

* * * * * * 
KLTWTNPSIKSVTIIiKYNIQ YRTKDASTWSQIPPEDTAST RSSFTVQDLKPFTEYVFRIR 

310 320 330 340 350 360 

* * * * * * 
CMKEDGKGYWSDWSEEASGI TYEDRPSKAPSFWYKIDPSH TQGYRWQLVWKTL.PPFEAN 

370 380 390 400 410 420 

* * * * * * 
GKILDYEVTLTRWKSHLQNY TVNATKLTVNLTNDRYLiATL TVRNIiVGKSDAAVLTIPACD 

430 440 450 460 470 480 

* * * * * * 
FQATHPVMDLKAF PKDNMLW VEWTTPRESVKKYIIiEWCVL SDKAPCITDWQQEDGTVHRT 

490 500 510 520 530 540 

* * * * * * 
YLRGNIiAESKCYLITVTPVY ADGPGSPESIKAYLKQAPPS KGPTVRTKKVGKNEAVL.EWD 

550 560 570 580 590 600 

* * * * * * 
QL P VDVQNGF I RNYT I F YRT IIGNETAVNVDSSHTEYTLS SLTSDTLYMVRMAAYTDEGG 

610 620 630 640 650 660 

* * *tt* * * 
KDGPEFTFTTPKFAQGEIES G EPKSCDKT HrcPPCPAPEL LGGPSVFLFPPKPKDTfcMIS 



670 680 690 700 710 720 

* * * * * * 

RT P EVTCVWDV S HEPP EVK FNWYVDGVEVHNAKTKPREE OYNSTYRWSVI/TVIiHQPWl 

730 740 750 760 770 780 
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Fig.4B 

NGKEYKCKVSNKALPAPIEK TISKAKGOPREPOVYTLPPS RDEIiTK NOVSLTCLVKGFYP 

790 800 810 820 830 840 

* * * * * * 

SDIAVEWESNGOPENNYKTT PPVLDSDGSFFT.YSKLTVDK SRWO OQNVFSCSVMHEAIiHN 

850 860 

* * 

HYTOKSLSLSPGK H HHHHg * 



Fig. 5. 



The amino acid sequence of human IL-6Ra-Fc 

Sequence Range: 1 to 594 

10 20 30 40 50 60 

* * * * * * 

MVA VGCALLtAALLtAAPGAALt APRRC P AQEVARGVLTS L PG DSVTLTCPGVEPEDNATVHW 

70 80 90 100 110 120 

* * * * * * 

VLRKP AAG S H P SRWAGMGRR LLLRSVQLHDSGNYSCYRAG RPAGTVHLL.VDVPPEEPQLS 

130 140 150 160 170 180 

* * * * * * 

CFRKSPLSNWCEWGPRSTP SLTTKAVLIiVRKFQNSPAED FQEPCQYSQESQKFSCQLAV 

190 200 210 220 230 240 

* * * * * * 

PEGDSSFYIVSMCVASSVGS KFSKTQTFQGCGILQPDPPA NITVTAVARNPRWIiSVTWQD 

250 260 270 280 290 300 

* * * * * * 
PHSWNSSFYRLRFEIiRYRAE RSKTFTTWMVKDLQHHCVIH DAWSGLRHWQLRAQEEFGQ 

310 320 330 340 350 360 

* * * * * * 

GEWSEWSPEAMGTPWTESRS P PAENEVST PMQ ALTTNKDD DNILFRDSANATSLiPVQDAG 

370 380 390 400 410 420 

*l * * * * * 

EPKSCDKTHTCPPCPAPEIiL GGPSVFLFPPKPKDTLM TSR TPEVTCWVDVSHEDPEVKF 

430 440 450 460 470 480 

* * * * * * 

FNAKTKPREEO YWgTYRWSVLTVLHQDWL N GKEYKCKVSNKALPAPIEKT 



490 500 510 520 530 540 

* * * * * * 

ISKAKGOPREPOVYTLPPSR DELTKNOVSLTCL VKGFYPS DTAVEWESNGOPENNYKTTP 

550 560 570 580 590 

* * * * * 

PVLDSDGSFFLYSKLTVDKS RWOOGNVF SC SVMHE AL iHNH YTOKSIjSLSPGK « 



Q2D04 
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Fig. 9 A 

Amino acid sequence of gpl30-C7l 

Sequence Range: 1 to 952 

10 20 30 40 50 60 

* * * * * * 
MVTLQTWWQALFIFLTTES TGELLDPCGYISPESPWQL HSNFTAVCVLKEKCMDYFHV 

70 80 90 100 110 120 

* * * * * * 
N ANY IVWKTNH FT I P KEQ YT I INRTAS SVTFTDI ASLNIQ I/TCNI I/TFGQLEQNVYGITI 

130 140 150 160 170 180 

* * * * * * 
ISGLPPEKPKNLSCIVNEGK KMRCEWDGGRETHLETNFTL KSEWATHKFADCKAKRDTPT 

190 200 210 220 230 240 

* * * * * * 

SCTVDYSTVYFVNIEVWVEA ENAIiGKVTSDHINFDPVYKV KPNPPHNLSVINSEELSSIL 

250 260 270 280 290 300 

* * * * * * 
KLTWTNPSIKSVIIIiKYNIQ YRTKDASTWSQIPPEDTAST RS S FTVQDLKP FTE YVFRIR 

310 320 330 340 350 360 

* * * * * * 
CMKEDGKGYWSDWSEEASGI TYEDRPSKAPSFWYKIDPSH TQGYRTVQLVWKTLPPFEAN 

370 380 390 400 410 420 

* * * * * * 
GKI LD YEVTLTRWKS HLQNY TVWATKLTVNLTNDRYLATL TVRNLVGKSDAAVI/TIPACD 



430 440 450 460 470 480 

* * * * * * 
FQATHPVMDLKAFPKDNMLW VEWTTPRESVKKYILEWCVL SDKAPCITDWQQEDGTVHRT 

490 500 510 520 530 540 

* * * * * * 
YLRGNLAESKCYLITVTPVY ADGPGS PES IKAYLKQAP P S KGPTVRTKKVGKNEAVLEWD 

550 560 570 580 590 600 

* * * * * * 
QLPVDVQNGFIRNYTIFYRT I IGNETAVNVDS SHTEYTLS SLTSDTLYMVRMAAYTDEGG 

610 620 630 640 650 660 

* * * . * * * 
KDGPEFTFTTPKFAQGEIES Q ASTKGPSV FPLAPSSKSTS GGT AAIiGC I*VKDY F P EP VTV 

670 680 690 700 710 720 

* * * ' * * * 
SWNSGALTSGVHTFPAVLOS SGT.Yfir^SWTVPSSSLGT O TYICNVNHKPSNTKVPKKVg 



730 740 750 760 770 780 

* * * * * 

PKSCDKTHTCPPCPAPET.I^ GPSVFLFPPKPKDTLMISRT PEVTCVWPVSHFD PEVKFN 
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Fig.9B 



790 800 810 820 830 840 

* * * * * * 

WYVDGVEVHyiAKTKPREEOY NSTYRW PW.TVLHODWLNG KEYKCKVSNKAI»PAPIEKTJ 

850 860 870 880 890 900 

* * * * * * 

fiKAKGOPRF.POVYTLPPSRD ELTKNOVST.TCLVK GFYPSD IAVBWESNGOPENNYKTTPP 

910 920 930 940 950 

* * * * * 

VLDSDGSFFLYSKLTVPKRR WQOGMVFSCSVMH KM.HWHY TOKSL.SLSPGK* 



Fig.10. 

Amino acid sequence of: gpl30A3fibro 

Sequence Range: 1 to 332 

10 20 30 40 50 60 

* * * * * * 
MVTLQTWWQALFIFLTTES TGELLDPCGYIS PES PWQL HSNFTAVCVLKEKCMDYFHV 

70 80 90 100 110 120 

* * * * * * 
NANYIVWKTNHFTIPKEQYT IINRTASSVTFTDIASLNIQ LTCNII/TFGQIiEQNVYGITI 



130 



* 



140 150 160 170 180 

* * * * * 

ISGLPPEKPKNLSCIVNEGK KMRCEWDGGRETHLETNFTL KSEWATHKFADCKAKRDTPT 

190 200 210 220 230 240 

* * * * * * 
SCTVDYSTVYFVNIEVWVEA ENALGKVTSDHINFDPVYKV KPNPPHNI/SVTNSEELSSIL 

250 260 270 280 290 300 

* * * * * * . 
KLTWTNPSIKSVIILKYNIQ YRTKDASTWSQIPPEDTAST RSSFTVQDLKPFTEYVFRIR 

310 320 330 

* * * 

CMKEDGKGYWSDWSEEASGI TYEDRPSKAPSG 



